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Send us your news to evbc@uni-jena.de.
For more frequent updates, follow us on Bluesky and LinkedIn.

Announcements

EVBC membership application now online
The EVBC has launched a new onlinemembership application form,
introduced in response to member feedback and designed to sim-
plify the application and onboarding process. If you want to be-
come a member, find the link here.

Job Vacancy at the SIB
The Swiss Institute of Bioinformatics offers the position as Director
of the Centre for Pathogen Bioinformatics (CPB) - find all info here.

ViBioM 2026 – Save the date

We are happy to announce the International Virus Bioinformatics
Meeting 2026:
Join us at ViBioM 2026 on 18–20 May in Vilnius, Lithuania!

ViBioM is a pioneering conference that brings together scientists
from the vibrant fields of virology and bioinformatics. ViBioM 2026
is being jointly organised with Gytis Dudas (University of Vilnius)
and Ingrida Olendraite (VUGENE, Cambridge/Vilnius).

Stay tuned for updates and details on our website!

We are looking for members for the programme committee! If you
are an EVBCmember and are interested in helping us review the ab-
stracts, we would love to hear from you! Please email to evbc@uni-
jena.de to be considered for the programme committee.

EVBC Special Issues Special issue list

Special Issue ”Virus Bioinformatics 2025”
MDPI grants a discount of 20 % for submissions from ViBioM 2025 at-
tendees and EVBC members!
Submission deadline: 31 December 2025, extension planned

Tools and Resources Virus tools website

Tools developed by EVBC members are marked .

HI-FEVER: Scalable Nextflow pipeline enabling high-throughput dis-
covery and detailed annotation of endogenous viral elements within
eukaryotic genomes. Its design supports efficient large-scale evolu-
tionary analyses across diverse computational environments.

Selected Publications by EVBC Members
All publications on PubMed

Viromes
This Review presents viromics workflows that couple wet-lab and compu-

tational methods to recover virus genomes from metagenomes, predict hosts,
and infer virus activity across ecosystems. It highlights opportunities and chal-
lenges for large-scale virus ecogenomics to illuminate virus roles inmicrobiome
function. (Nat. Rev. Genet.: 10.1038/s41576-025-00871-w)
Using the COPSAC2010 cohort, the study found that older siblings and resi-

dential location (urban/rural) had the largest influence on infant gut virome com-
position at one year. 2 105 vOTUs varied with environmental exposures and the
vastmajority were phages. (GutMicrobes: 10.1080/19490976.2025.2501194)

KlebPhaCol is a comprehensive, open-access phage and Klebsiella strain
collection that spans five known phage families and includes a novel gut-
associated phage family, Felixvirales, targeting diverse Klebsiella sequence and
capsular types. By linking detailed phenotypic and genomic data, KlebPhaCol
fosters collaborative research and enhances resources for phage biology and
therapeutic discovery. (Nucleic Acids Res: 10.1093/nar/gkaf1122)

Virus Resources and Taxonomy
The ICTV virus taxonomy database has been extensively updated with ex-

panded metadata, improved search and visualisation tools, and enhanced in-
frastructure to better support access and analysis of official virus classifica-
tion data. These enhancements aim to facilitate broader community usage
and more efficient comparative research across virus taxa. (Nucleic Acids Re-
search: 10.1093/nar/gkaf1159)

raxtax presents a non-Bayesian k-mer-based approach for taxonomic
classification that matches common k-mers between query and reference se-
quences and introduces novel uncertainty scores, achieving similar accuracy to
current methods while offering significant speed advantages on large reference
databases. (Bioinform: 10.1093/bioinformatics/btaf620)

BV-BRC provides a unified, large-scale bioinformatics platform for bacte-
rial and virus pathogen research, offering millions of genomes and dozens of
high-throughput analysis services. Updates introduce expanded comparative
and epidemiological workflows, enhanced tools, and an AI-Copilot to streamline
data exploration and analysis. (Nucleic Acids Res: 10.1093/nar/gkaf1254)

Epidemiology and Virus Surveillance
This study quantifies spatiotemporal transmission and wavefront dynam-

ics of wild and circulating vaccine derived poliovirus type 2 outbreaks glob-
ally between 2016 and 2023, revealing patterns of spread, outbreak velocity
and the influence of borders and immunity on transmission. (Nat Microbiol:
10.1038/s41564-025-02174-6)
Using Oxford Nanopore Technologies long-read sequencing, this study char-

acterised the population structure and evolutionary dynamics of invasive bego-
moviruses in Sicily, revealing a shift from historic TYLCSV dominance to recom-
binant TYLCV variants and identifying novel recombinant genomes. (Microb
Genom: 10.1099/mgen.0.001529)

This review consolidates four years of SARS‑CoV‑2 virological characteris-
tics, variant evolution, antiviral resistance, and genomic surveillance strategies
in Germany, highlighting lessons for effective public health responses and pan-
demic preparedness. (Comm Medicine: 10.1038/s43856-025-01093-1)

Microscopy
A comprehensive parameter optimisation framework for MINFLUX mi-

croscopy enabled single particle tracking establishes criteria to maximise fi-
delity and extends the measurable diffusion rate range, demonstrated with lipid
motion in membranes. (Commun Biol: 10.1038/s42003-025-09060-1)

– open access χ – preprints – reviews, meta analyses – tools
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Upcoming Events Subscribe to Calendar

We do not endorse any of the listings and do not take any responsibility for the
accuracy of the information.

4th European Congress on Biomedical Science & Engineering
27-28 April 2026 | Berlin, Germany
Theme: “Re-Imagining Biomedical Engineering for a Future World Well-
ness”. Includes a session on Bioinformatics.
Early bird registration: 15 December 2025

35th Annual Meeting of the Society of Virology (GfV)
17-20 March 2026 | Heidelberg, Germany
Conference on the latest developments in virology, ranging from basic
research to clinical virology and covering novel technologies.
Please submit your bioinformatical tools to the session it fits or to the
session ’Complex model systems and novel tools’.
Abstract submission deadline: 4 January 2026
Early bird registration deadline: 15 February 2026

European Conference on Computational Biology (ECCB 2026)
31 August to 4 September 2026 | Geneva, Switzerland
Europe’s leading event in computational biology. The theme in 2026
will be ”Biodiversity, AI and Health: computational biology to address
the challenges of our time”.
Submission deadline for tutorial and workshop proposals: 5 Jan 2026
Submission deadline for full manuscripts: 5 March 2026

1st World Conference on Microbiology, Virology and Infectious
Diseases (MVID 2026)
25-27 March 2026 | Kyoto, Japan
Topics include advances in virology research, pathology and microbial
genomics, vaccine research and development. There will be a session
on “Genomics and Bioinformatics in Infectious Diseases”.
Abstract submission deadline: 10 January 2026
Poster abstract deadline: 20 January 2026
Early bird registration deadline: 18 December 2025

Be part of the Newsletter Email us

We want to know about your publications, tools, workshops and
other events, vacancies or anything important you would like to
share with the EVBC community. Email us here!

Selected Publications by EVBC Members
All publications on Pubmed

Virus-Host Interactions
This study introduces photoswitchable RNase L ligands based on a pyrazol
hemithioindigo pharmacophore that enable light controllable RNA degrada-
tion in isolated enzyme systems and mammalian cells, including virus in-
fected cells, advancing host directed antiviral strategies. (J Am Chem Soc:
10.1021/jacs.5c13457)
χ VirTarget is a virus-informed pharmacogenomics framework that iden-
tifies candidate immunotherapies capable of countering Epstein–Barr virus-
driven transcriptional dysregulation in multiple sclerosis by integrating
virus serostatus with host genetic and transcriptomic data. (bioRxiv:
10.1101/2025.11.03.686445)
This study shows that elevated body temperature akin to mammalian fever can
inhibit replication of human origin influenza A but not avian origin strains with
avian PB1, which remain virulent at higher temperatures in mice. (Science:
10.1126/science.adq4691)

RNA and Epitranscriptomics
χ This preprint establishes stringent benchmarking for quantitativem6Amap-
ping using Nanopore direct RNA sequencing with modification aware basecall-
ing and highlights cell type specificm6A stoichiometry differences in fibroblasts
versus neurons. (bioRxiv: 10.1101/2025.11.02.686099)

The 2025 MODOMICS update celebrates 20 years with expanded RNA
modification annotations including >48 000 high confidence transcripts, im-
proved chemical descriptors and interactive exploration tools, strengthening
its role as a comprehensive epitranscriptomics resource. (Nucleic Acids Res:
10.1093/nar/gkaf1284)

– open access χ – preprints – reviews, meta analyses – tools

Viruses in silico lecture series Register

This lecture is designed to keep you up to date with the latest developments in
virus bioinformatics, especially new tools that might help you in your research.
You can register here for the viruses in silico mailing list and receive the access
details for every lecture. You can unsubscribe at any time.

Upcoming talk:

Sebastian Böcker, Friedrich Schiller University Jena, Germany
26 February 2026 | 4 pm CET online
SIRIUS and beyond: Turning tandem mass spectra into metabolite
structure information

Warm holiday greetings from the EVBC!

As we look back on a year filled with scientific progress and some changes in the coordination team, we’re grateful for
your continued support and dedication in our community.

May this festive season bring you well-deserved rest, inspiration, and joy. We look forward to continuing our shared
work and discoveries in the coming year.

Happy holidays and a wonderful start to 2026!
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