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Upcoming Events

13" International dsRNA Virus Symposium

24th—28th September 2018 in Houffalize, Belgium. Organised by the University of Leuven.

The symposium offers scientists from around the world the opportunity to meet and hear the most up to date
advances on a broad area of topics in double-stranded RNA virology.

Online registration deadline: 17 September 2018 https://kuleuvencongres.be/dsRNA2018/registration

New EVBC Members

We welcome our new members:

Jie Cui, Virus Bioinformatics Group, Wuhan Institute of Virology, China

Janet Daly, School of Veterinary Medicine and Science, University of Nottingham, UK

Jonathan Dean, UCD National Virus Reference Laboratory, University College Dublin, Ireland

Arthur Gruber, Dept. of Parasitology, University of Sao Paulo, Brazil

Dominik Heider, Dept. of Mathematics and Computer Science, Philipps-University Marburg, Germany
Bjorn Krenz, Junior Research Group Virusinteract, Leibniz Institute DSMZ, Braunschweig, Germany
Sebastian Lequime, Dept. of Microbiology and Immunology, Rega Institute, KU Leuven, Belgium

My Phan, Erasmus Medical Centre, Rotterdam, Netherlands

Walter Randazzo, Dept. of Microbiology and Ecology, University of Valencia, Spain

Gloria Sanchez Moragas, Institute of Agrochemistry and Food Technology, Valencia, Spain
Abdoallah Sharaf, Laboratory of Evolutionary Protisology, Biology Centre ASCR, Budweis, Czech Republic
Petri Susi, Institute of Biomedicine, University of Turku, Finland

Daniel Todt, Ruhr-Universitat Bochum, Germany

Allison Waters, UCD National Virus Reference Laboratory, University College Dublin, Ireland

Neta Zuckerman, Central Virology Laboratory, Israel Ministry of Health Chaim, Tel Hashomer, Israel

Find the list of all current members here: http://evbc.uni- jena.de/about-us/members/

Recent Selected Publications by EVBC Members

Genome Detective: An Automated System for Virus Identification from High-throughput sequencing data. Bioinformatics
10.1093/bioinformatics/bty695

Targeting mechanisms of tailed bacteriophages. Nat Rev Microbiol 10.1038/s41579-018-0070-8

Comprehensive comparative analysis of methods and software for identifying viral integrations. Brief Bioinform
10.1093/bib/bby070

Unravelling the history of hepatitis B virus genotypes A and D infection using a full-genome phylogenetic and phylogeo-
graphic approach. Elife 10.7554/eLife.36709

Nomenclature for endogenous retrovirus (ERV) loci. Retrovirology 10.1186/s12977-018-0442-1

News and Anhnouncements

Google Scholar: We now have an EVBC-specific Google Scholar profile, which you can find here: https:
//bit.ly/2uplg6s

We will automatically list all publications from members containing “virus” or “viral” in the title, or using the
Center as affiliation. Let us know if you want further publications to be listed.

Vacancy: Two-year postdoctoral position: The soil virome and its impact on microbial community composition
at The Netherlands Institute for Ecology, NIOO-KNAW, Wageningen ()
Details at: https://bit.1ly/2w4MjGN
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